Wang, et al.
Figure 4.

| ctu | Heeor [ s |
| ALPI_| DHRSY

DTX1
E2F3

HNRPM
HOXAS

s

ZNF382

FURIN

SLC28A1

ZNF483

GABARAP

LEGEND

W Up-regulated in BE
[ Down-regulated in BE
[J Mot significant or not in dataset

Figure 1

SLC2A2

NEUROD1
NEUROG3
NR2F6
PYY
SCT

TGFB1 |Activins
TGFB2 | NODAL
l
Cytoplasm
Nucleus
ALPI

IL6 F
CDC25A ITGBS | SERPINE1

CDKN1A ITGB7 | TGFB1I1

RUNX2 | TDGF1

GATAZ | JUNB
GATAZ | MSX1 | SNAI [TWSG1




Wang, et al.
Figure 5.

Category |

(BE only)

Category lli
(BE>NE)

Figure 3

g N

: GPA33

E: LAMC2




Wang, et al.
Figure 1.

Van Baal
dataset

v

SAGE (Poisson)

v

SAGE Gene List

BE vs. EAC
(Hao dataset)

SAM

Hao Greenawalt
dataset dataset
SAM

v v

SAM Gene Lists

l

Merged SAM Gene List

Fold change
(>4 or <0.25)

SAM/SAGE Overlap Gene List
(55 BE genes; 13 NE genes)

17 Confirmation with immunohistochemistry ———

IHC-confirmed Gene List

i / (37 BE genes; 7 NE genes)

Diagnostic Gene Set
(21 BE genes; 5 NE genes)

Figure 6

.....................................

Hao Greenawalt Hao Greenawalt
dataset dataset dataset dataset
GSEA (curated) GSEA (motif)
GSEA Pathways GSEA Motifs

(e.g., TGFB Pathway)

v

(e.g.,HNF1, Cdx2, HNF4)

v

GenMapp

Signaling pathways:
T TGFB/BMP pathway
Regulators & targets:
T Cdx1/Cdx2

\/
Regulators & targets: Cdx1/Cdx2




